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Abstract

The efficacy of all 20 isolates of bacteria in inhibiting Fusarium sp. mycelium growth was tested using
dual culture technique. It was found that RPA2-2-1 is the best inhibited Fusarium sp. mycelium growth with
50.5 % inhibition. Testing the efficiency of RPA2-2-1 culture filtrate in inhibiting the mycelium growth of
Fusarium sp., it was found that it could be inhibited growth of Fusarium sp. hyphae and RPA2-2-1 culture
filtrate inhibited the germination of Fusarium sp. conidia with 94.6 and 89.9% after incubation for 5 and 24
hours, respectively. Morphological identification showed that RPA2-2-1 colonies was round, cream-colored,
smooth-edged, Gram-positive and endospore-forming, probably belonging to the genus Bacillus. The
development of alginate pellets formulations was carried out using 3 different carrier materials: talcum,
tapioca starch and corn starch. It was found that alginate pellets were round, rough, cream to brown in color.
The viability of the bacteria was 1.3 x 10", 8.6 x 10’ and 1.0 x10" cfu/g, respectively, from the initial
concentration of 1x10° cfu/ml. When alginate pellets were tested for efficacy in controlling Fusarium sp. on
kale, the result show that 20% of disease incidence was found when using alginate granule formulation 3
(corn starch) sprinkle on the soil mixed with Fusarium sp. which is significantly different from other treatment.

Keywords: biological control, bioproduct, alginate pellet
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Abstract

Banana is the good food ever, as it is benefit to the health, cheap and easy to eat. However, banana
when ripened is not good to be served because it is too fast ripened. Processed of raw banana into banana
powder is an alternative way to extend it shelf-life. In addition, the basic knowledge of banana in terms of
nutritional values is good to be informed as well as the facts about health benefits from raw banana. The
objective of this study was to study effect of prebiotics in 100 percent raw banana and synbiotic banana flour
on the growth of probiotic strains isolated from the local banana powder products. The product was formulated
with probiotic bacteria and included prebiotic substances. In this study, 13 isolates of lactic acid bacteria were
isolated from synbiotic banana flour and 100 percent of raw banana flour. They were Gram’s- positive bacteria
and non-spore forming bacteria. Nine isolates from 13 isolates were cultered in M17 medium including 1 percent
of raw banana flour (modified M17 medium). As the result, all isolates could grow in modified M17 medium.
We found that isolates A02, A03 and BO1 showed maximum growth in modified M17 medium. These isolates
showed % acidity in the range of 1.66-2.16% and pH in the range of 5.5-6.5. They produced short chain fatty
acids which are acetic acid, lactic acid, formic acid and propionic acid which are good for gut health. From this
study, isolate AO2 can be the best of short chain fatty acid producer for the future healthy banana products.

Keywords: synbiotics, raw banana flour, prebiotics, probiotics
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Abstract

Ganoderma sp. is a white rot fungus that causes basal stem rot disease in oil palms. This research
aimed to evaluate the growth of Ganoderma sp. on oil palm wastes in soil and the antagonistic potential of
Trichoderma virens against Ganoderma sp. was also determined in the mixed soil with oil palm wastes
(leaves, roots, and palm stalks). After 2 weeks of Ganoderma sp. and T. virens inoculations, white mycelia
were found on the oil palm wastes in both treatments including individual Ganoderma sp. and the
combination Ganoderma sp. and T. virens. To confirm Ganoderma sp., the fungal DNA was extracted from oil
palm wastes, and PCR technique was done with specific primers for Ganoderma sp. It was found that the
fungal mycelium that grew on oil palm wastes was Ganoderma sp. Although T. virens could inhibit
Ganoderma’s growth on agar medium under laboratory conditions (% inhibition was 31.0), it could not control
Ganoderma sp. in the soil in the present study. Furthermore, the optimal use of T. virens to control
Ganoderma sp. in soil needs to be conducted.

Keywords: Ganoderma sp., oil palm wastes, antagonistic fungi, basal stem rot disease
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Abstract

The black aspersilli (Aspergillus section Nigri) are commonly found in soil. There are both beneficial
and pathogenic species to humans. This section is one of the most difficult to classify and identify. Therefore,
the aim of this study was to identify the species of fungi in this section based on morphological and
molecular characteristics. Seventy isolates of Aspergillus section Nigri were isolated from soil collected from
14 provinces in southern Thailand by a 10-fold serial dilution method. Eight species: A. aculeatinus, A.
assiutensis, A. floridensis, A. neoniger, A. niger, A. tubingensis, A. trinidadensis and A. vadensis were identified
by DNA sequencing data analysis on the internal transcribed spacer (ITS) region, translation elongation factor
100 (EF-1A) gene and RNA polymerase Il (RPB2) gene. The morphological characteristics of each black
Aspergillus species have been illustrated and described for their significance in the agricultural utilization of
these fungi.

Keywords: black aspersilli, morphology, DNA sequencing
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Abstract

Fall armyworm (FAW), Spodoptera frugiperda (J.E. Smith, 1797) is a key serious pest of com
production. It has the potential to reduce corn yield, resulting in lower income for farmer. In this study, the
bioproduct Bacillus thurinensis combined with an insecticide was employed against Fall armyworm in waxy
corn production in farmer groups in Khonkaen Province from October 2021 to December 2022. The
Participatory Action Research: PAR was used. There were 2 methods with Methodl: the technology of
Department of Agriculture by using Bacillus thuringensis conbined with insecticide, DOA practice and Method2:
farmer practice. Ten farmers were chosen, and each provided one rai for each method (a total of 20 rai). The
study was conducted during both the dry and rainy seasons. The result revealed that the average yield
production of waxy corn in the dry season, January-March 2022 from Method1 is 1,934 kg./rai and Method2: is
1,503 ke./rai, representing a 22% increase in productivity. The farmer income increased from 18,356 baht/rai to
23,606 baht/rai. The production costs decreased 5,352 baht/rai to 3,998 baht/rai or 25%. For the rainy season,
May-July 2022, the average yield production from Methodl: 1,345 kg./rai and Method2 : 1,139 ke./rai,
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representing a 16% increase in productivity. The farmer increased 13,664 baht/rai to 16,423 baht/rai. The
production costs decreased 5,102 baht/rai to 3,672 baht/rai or 28%.

Keywords: Bacillus thuringensis, Spodoptera frugiperda, insecticide, bioproduct
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Abstract

Mosquitoes are blood-sucking insects that affect the health and productivity of livestock in southern
Thailand. The objective of this study was to explore the species of mosquitoes on livestock farms in lower
southern Thailand and to assess the larvicide susceptibility and persistence of temephos sand to larvae in
laboratory strains of Aedes albopictus and the field population. It is planned to investigate larvae sampling
from dairy goats, beef cattle, and dairy cattle farms in six provinces (Phatthalung, Satun, Pattani, Narathiwat,
Yala, and Songkhla). Mosquitoes were collected once in each area. Mosquito larvae were reared in the
laboratory condition until they were adults. Adult mosquitoes were classified under a microscope. Four
species of mosquitoes were found; Aedes albopictus, Anopheles sundaicus s.\., Culex quinquefasciatus, and
Toxorhynchytes splendens. The high density of Ae. albopictus from Songkhla province was found and
selected as the representative of the field population. The three commercial temephos larvicidal sands were
used for testing in larvicide susceptibility for both laboratory and field populations of Ae. albopictus. The
persistence of temephos larvicidal sand was tested after applying it in a water jar for 1, 2, and 3 months. The
larvicide susceptibility of the laboratory and field population was in the range of 97.5-100%. The persistence
of larvicide action was different. The information on species and larvicidal susceptibility of mosquitoes in
livestock farm could be used by best farmer practices for mosquito prevention and control.

Keywords: Aedes albopictus, abate sand, larvicide susceptibility, livestock farm
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Abstract

The mulberry trees var. Sakon Nakhon 72 with mosaic leaves were collected from a growing field in
Mukdahan province. The transmission of a virus was attempted to perform through grafting and mechanical
techniques. Fifteen days after the transmission, the healthy leaves expressed mosaic, deformation, and necrotic
spot symptoms, which were indicated as viral infections. Then, the total RNA was extracted and used as a
template in two-step RT-PCR to amplify the nucleocapsid (N) and non-structural silencing (NSs) genes of the
Mulberry vein banding virus (MuVBV). The optimal annealing temperatures for the primer pairs of the N gene
and the NSs gene were determined to be 58 and 52°C, respectively. The nucleotide and amino acid sequences
of the virus isolate TH-MSN72 were analyzed, and it was found that the sequence of the N gene contained 834
bases, which were translated into 277 amino acid residues, whereas the NSs gene contained 1,320 bases, which
were translated into 439 amino acid residues. The identities of the N amino acid sequence to MuVBV isolates
XCSY-3, XZDL-1, and HX-2 were 92.77, 92.77, and 92.41%, respectively, whereas the identities of the NSs amino
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acid sequence to MuVBYV isolates XCSY-3, HX-2, and XZDL-1 were 90.66, 90.66, and 89.97%, respectively. The
phylogenetic trees reconstructed from N and NSs proteins revealed that this virus was the Mulberry vein banding
virus isolate TH-MSN72. Consequently, the findings of this study have future implications for the management
and control of viral diseases in mulberry cultivation.
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